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Hypercholesterolemia plays a central role in the pathol-
ogy and exacerbation of numerous diseases, with 

reduction and management of cholesterol levels advised for 
multiple diseases, including cardiovascular disease1,2 and 
diabetes mellitus.3,4 Reducing cholesterol levels is a com-
mon therapeutic goal, with treatment guidelines describing 
reduction of low-density lipoprotein cholesterol (LDL-C) as 
a primary target and marker for the efficacy of clinical inter-
vention.5 Multiple strategies exist for reducing both LDL-C 
and total cholesterol (TC) levels that generally start with 
lifestyle changes (eg, reduced dietary cholesterol intake, 
increased physical activity, smoking cessation).6 However, 

if these steps are insufficient to achieve the targeted reduc-
tion in LDL-C and TC, pharmaceutical intervention can be 
useful. Statins represent the front line in cholesterol reduc-
tion drug therapies and efficacy in reducing the incidence 
of cardiovascular events.7,8 Statins lower cholesterol levels 
by reducing production in the liver via the inhibition of 
hydroxymethylglutaryl-coenzyme A reductase, which is 
involved in the rate-limiting conversion of hydroxymeth-
ylglutaryl-coenzyme A to mevalonic acid in cholesterol 
biosynthesis.9

In some instances, statin intervention alone is insufficient to 
achieve the targeted cholesterol reduction and supplementary 
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strategies are required. To more effectively reduce blood 
cholesterol levels, statins can be combined with other lipid-
lowering therapies such as cholesterol absorption inhibitors. A 
common approach is to combine statin therapy with ezetimibe 
treatment, which inhibits the absorption of cholesterol in the 
intestine by binding to Niemanh-Pick C1 like 1 proteins on 
enterocytes, decreasing delivery of cholesterol to the liver.10 
Ezetimibe treatment alone has been shown to significantly 
reduce LDL-C and TC in hypercholesterolemia patients.11 
However, the combination of ezetimibe and simvastatin 
results in a greater reduction in LDL-C than is produced by 
equivalent statin dose alone.12–14

It has been suggested that the beneficial therapeutic effects 
of statins are 2-fold, first in their ability to reduce absolute lev-
els of LDL-C and TC, and second their so-called pleiotropic 
effects (ie, therapeutic effects unrelated to lipid lowering),15 
such as improving endothelial function.16 In the present study, 
patients with dysglycemia and coronary artery disease were 
given either high-dose simvastatin monotherapy or a com-
bination of ezetimibe and low-dose simvastatin treatment to 
assess the pleiotropic effects of statin therapy. The study was 
designed to produce equivalent reductions in TC levels with 
both treatment regimes, to enable the pleiotropic effects to 
be examined independently of the level of cholesterol reduc-
tion. One advantage of combination therapy lies in an overall 
reduction of the required dosage of the individual drugs, mini-
mizing the risk of side effects while maintaining therapeutic 
efficacy.17 However, combination therapies can also result in 
unique side effects not observed with the individual therapeu-
tics.17 Accordingly, we compared the effect of high-dose sim-
vastatin monotherapy and combined simvastatin/ezetimibe 
treatment on the levels of lipid mediators and structural lipids 
in circulating plasma.

Methods
Study Design
Samples were obtained from a double-blind randomized study of 39 
patients with dysglycaemia and coronary artery disease randomized 
to 2 treatments, an 80 mg simvastatin monotherapy (n=20) and a com-
bined 10 mg simvastatin plus 10 mg ezetimibe (n=19). The study was 
designed to achieve comparable reductions in LDL-C in both treat-
ment groups. Because the combination of ezetimibe with low-dose 
simvastatin is known to reduce LDL-C by ≈50%, an 80 mg simvas-
tatin monotherapy dose was required to achieve comparative LDL-C 
reductions in the 2 groups18 although the dose of 80 mg simvastatin 
is no longer recommended in the new guidelines on the treatment 
of blood cholesterol to reduce atherosclerotic cardiovascular risk.19 
Because ezetemibe as monotherapy is a weaker cholesterol-lowering 
compound than simvastatin, it was necessary to design the study with 
1 group given low-dose simvastatin together with ezetemibe and a 
high dose of monotherapy simvastatin to achieve similar reductions 
in cholesterol, but with different doses of the statin. Treatments were 
taken daily in the evening for 6 weeks. Blood was sampled in the 
morning after a 12-hour fast at baseline and at the end of the treatment 
period. All drugs, with the exception of aspirin, clopidogrel, and glu-
cose-lowering therapies, were withheld on the morning of collection, 
with treatment compliance monitored using pill counts (compliance 
was 100%). There was no significant sex imbalance or differences 
in medications between the 2 cohorts. Table 1 provides an overview 
of baseline group characteristics, none of which were significantly 
different between the 2 groups. However, for a detailed description 
of the cohorts, the reader is directed to the original publication by 
Settergren et al.20

Fasting blood samples were collected in EDTA tubes by punc-
ture of a cubital vein. The samples were centrifuged at +4°C and 
300g for 15 minutes. Plasma was removed and stored frozen at 
−80°C until analysis. All patients gave their written informed con-
sent. The study protocol was approved by the ethics committee of 
the Karolinska University Hospital and conducted according to the 
Declaration of Helsinki.

Lipid Mediator Analysis
Oxylipins and endocannabinoids were analyzed as previously de-
scribed.21 Briefly, a 250 μL aliquot of plasma was spiked with an-
tioxidants, deuterated standards, and extracted using solid phase 
extraction cartridges (Waters Oasis HLB 3cc; 60 mg). Before anal-
ysis, dried solid-phase extraction eluents were reconstituted in 1:1 
MeOH/acetonitrile containing 100 nmol/L 1-cyclohexyl-3-dodeca-
noic acid urea (Sigma-Aldrich) and filtered by centrifugation using 
0.1 μm Durapore PVDF (Millapore). Compounds were separated 
using a reverse phase gradient with a 2.1×150 mm, 1.7 μm Acquity 
BEH column on a Waters Acquity Ultra Performance LC, with ion-
ization in negative mode by electrospray ionization. Data were ac-
quired in multireaction monitoring mode with an ABI 4000QTRAP 
triple quadrupole mass spectrometer. See the Data Supplement for a 
detailed description.

Structural Lipid Analysis
A mixture of lipid standards (20 μL) was added to plasma (10 μL), 
which was extracted using 2:1 chloroform/methanol followed by 
collection of the bottom phase (60 μL) and the addition of isotopi-
cally labeled standards.22 Lipids were separated using a 2.1×100 mm, 
1.7 μm Acquity BEH column on an Acquity Ultra Performance LC 
coupled to Waters Q-Tof Premier mass spectrometer. Lipid profiling 
was done in electrospray ionization in positive mode, and the data 
were collected at a mass range of m/z 300 to 1200 with scan dura-
tion of 0.2 second. MZmine2 and an in-house spectral library were 
used for peak alignment, integration, identification, and normaliza-
tion. Relative lipid concentrations (μmol/L) were calculated based 
on a ratio of peak heights (normalization) to corresponding standards 
followed by multiplication by the standards’ concentration. Analytic 
variance and data quality were calculated based on a set of control 
samples (n=10), which were randomized within the study design and 
used to estimate the median (11%) and range (3–28%) of the relative 

Table 1. Baseline Characteristics of Cohorts

Characteristic
Monotherapy 

(n=20)
Combination 

Therapy (n=19)

Age, y 70 (62–74) 74 (66–77)

Female/male, n (%) 5 (25)/15 (75) 8 (42)/11 (58)

Body mass index, kg/m2 28 (25–31) 28 (26–29)

Smokers, n (%) 4 (20) 4 (21)

Type 2 diabetes mellitus/
impaired glucose tolerance, n (%)

17 (85)/3 (15) 19 (100)/0 (0)

Aspirin, n (%) 20 (100) 16 (84)

Clopidogrel, n (%) 3 (15) 2 (10)

β-Blockers, n (%) 18 (90) 15 (79)

Calcium channel blockers, n (%) 8 (40) 6 (31)

Angiotensin-converting enzyme  
inhibitors, n (%)

9 (45) 10 (52)

Statins, n (%) 0 (0) 0 (0)

Data are presented as median and quartiles. There were no significant 
differences between the 2 groups at the P<0.05 level based on the Mann–
Whitney U test. The sex composition was not significantly different between the 
2 cohorts based on Fisher exact test P<0.05.
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standard deviation of individual lipid measurements. See the Data 
Supplement for a detailed description.

Statistical Analysis and Multivariate Modeling
Individual lipid species that were not observed in ≤75% of a given 
sample class or were structurally unidentified (n=490) were removed 
from all data analyses. Analyses were conducted separately for oxy-
lipins, endocannabinoids, and structural lipids using the R language 
for statistical computing (version 3.0.1) and SIMCA-P 13 (Umetrics, 
Umeå, Sweden).

Power calculations were performed to estimate the minimum ob-
servable difference for changes in lipids from baseline to 6 weeks and 
between mono- and combination therapy at 80% power. The mini-
mum detectable difference was calculated based on an effect size of 
0.92 using the sum of the analytic and biological variances of each 
lipid.

Fisher exact test was used to confirm equal proportions of male and 
female patients among the mono- and combination therapy cohorts 
(P=0.32). Statistical comparisons between baseline and 6-week treat-
ment were evaluated on logarithm (base 10)-transformed values us-
ing paired t tests, the significance levels (ie, P values) of which were 
adjusted for multiple hypotheses testing according to Benjamini and 
Hochberg at q=0.05,23 and the adjusted P values are provided as P

adj
. 

The false discovery rate (FDR) was also directly estimated according 
to the methods of Storey24 and provided as q-values.

Orthogonal projections to latent structures–discriminant analysis 
(OPLS-DA) was conducted on logarithmic (base 10)-transformed, 
mean-centered and pareto-scaled data. Model performance was re-
ported as cumulative correlation coefficient (R2Y[cum]), 7-fold 
cross-validated fit to the training data (Q2[cum]), and model signifi-
cance was estimated using cross-validated ANOVA (CV-ANOVA). 
Feature selection was performed using variable importance in projec-
tion and p(corr) according to Wheelock and Wheelock.25 See the Data 
Supplement for a detailed description.

Partial Correlation Network Analysis
Analysis of partial correlations was used to investigate direct 
empirical relationships between OPLS-DA selected lipids and 
clinical parameters. To identify pleiotropic effects between the 2 
treatments,21 the coefficients of partial correlation, associated P 
values, and FDR-adjusted P values23 were separately estimated for 
the mono- and combination therapy cohorts. Calculated networks 
were rendered in Cytoscape.26 See the Data Supplement for a de-
tailed description.

Results
Both mono- and combination therapy produced significant 
reductions in TC, LDL-C, and triglycerides (TGs; Table I 
in the Data Supplement). C-reactive protein was reduced 
(P

adj
=0.0004) in response to the combination, but not mono-

therapy. However, the fold change in C-reactive protein at 6 
weeks relative from baseline was not significantly different 
between the 2 treatments (Table I in the Data Supplement).

Eighty-one oxylipins representing 3 metabolic pathways, 
cyclooxygenase, lipoxygenase, and cytochrome P450, were 
screened. Of these, 35 were measured above the limit of 
detection, ranging in concentration between 30 pmol/L and 
87 nmol/L (Table I in the Data Supplement). The observed 
oxylipins were predominantly cytochrome P450–, 12- and 
15-lipoxygenase–dervied products of linoleic and arachidonic 
acid. Thirty-three endocannabinoids were screened, 12 of 
which were present above the limit of detection, ranging in 
concentration from 40 pmol/L to 10.8 nmol/L (Table I in the 
Data Supplement). Statistical comparisons of both oxylipin 
and endocannabinoid levels between baseline and 6 weeks did 
not identify any significantly changed species after mono- or 
combination therapies (Table I in the Data Supplement). This 
observation was supported by OPLS-DA modeling, which did 
not produce informative models from either the oxylipin or 
endocannabinoid lipid measurements (Figure I and Table II in 
the Data Supplement).

A total of 800 lipid features were measured for the struc-
tural lipids, of which 310 were structurally identified and cat-
egorized into 7 distinct classes: cholesterol ester (CE; n=8), 
sphingomyelin and ceramide (SM|Cer; n=36), lysophospha-
tidylcholine (lysoPC; n=18), lysophosphatidylethanolamine 
(lysoPE; n=3), phosphatidylcholine (PC; n=78), phosphati-
dylethanolamine (PE; n=44), and TG (n=123).

Structural lipids displayed robust reductions in response 
to both mono- and combination therapy. Adjusting for FDR, 
monotherapy led to significant changes in 213 of the struc-
tural lipids (69%), compared with 159 species for the com-
bined treatment (51%; Table 2; Figures II and III in the Data 

Table 2. Comparison of Changes in Lipid Classes After Mono- and Combination Therapy

Lipid Class (No)*

Monotherapy Combination Comparison||

% Change† P
adj

‡ q Value§ % Change P
adj

q Value P
adj

q Value

SM+Cer (36) −21±2 <0.0001 <0.0001 −15±2 <0.0001 <0.0001 0.2044 0.0188

(SM|Cer)/(SM|Cer+PC) −8±2 0.0329 0.0080 −3±2 0.5382 0.1665 0.2044 0.0188

PC (78) −14±3 0.0003 <0.0001 −13±2 <0.0001 <0.0001 0.7716 0.0709

PE (44) −8±3 0.0051 0.0013 −3±4 0.0245 0.0079 0.3444 0.0314

LysoPC (18) 10±6 0.0279 0.0068 −4±5 0.0022 0.0005 0.2044 0.0188

LysoPE (3) 12±5 0.8429 0.0259 −7±5 0.0045 0.0012 0.0728 0.0067

CE (8) −19±7 <0.0001 <0.0001 −16±4 0.0022 0.0006 0.7716 0.0709

TG (123) −14±5 0.0036 0.0009 −5±5 0.0045 0.0013 0.3444 0.0316

CE indicates cholesterol ester; Cer, ceramide; LysoPC, lysophosphatidylcholine; LysoPE, lysophosphatidylethanolamine; PE, 
phosphatidylethanolamine; SM, sphingomyelin; TG, triglyceride; SM|Cer, SM and Cer combined.

*Data are shown in a graphical format in Figure III in the Data Supplement. 
†Mean percent change±SE comparing the sum of all lipids per lipid class at 6 wk relative to baseline.
‡Paired t test comparing 6 wk to baseline, adjusted for multiple hypotheses testing according to Benjamini and Hochberg at q=0.05.23

§Direct estimate of false discovery rate according to the methods of Storey.24

||t Test contrasting changes in lipids from baseline to 6 wk in monotherapy compared with the combination therapy, adjusted for 
multiple hypotheses testing according to Benjamini and Hochberg at q=0.05.23
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Supplement). The 2 treatments shared 40% of the observed 
changes in common. SM|Cer displayed the largest decreases 
relative to baseline after monotherapy (−21±2%; P

adj
<0.0001) 

and the second largest decrease of all lipid classes after the 
combined treatment (−15±2%; P

adj
<0.0001). Only the mono-

therapy led to significant reduction in the ratio between 
SM|Cer and PC, SM|Cer/(SM|Cer+PC), (−8±2%; P

adj
=0.033). 

Furthermore, PC, PE, CE, and TG lipid classes were all signif-
icantly decreased after both mono- and combination therapy, 
but monotherapy led to greater absolute decreases. As a class, 
lysoPE lipids were unchanged after monotherapy, but reduced 
after the combined treatment (−7±5%; P

adj
=0.0045). Similarly, 

lysoPC lipids showed deferential regulation between the 2 
treatments and were increased after monotherapy (10±6%; 
P

adj
=0.028), but decreased (−4±5%; P

adj
=0.0022) after the 

combined treatment.
The data were further interrogated using OPLS-DA multi-

variate classification modeling, which was used to assess the 
homogeneity of the treatment cohorts at baseline (Table II in 
the Data Supplement). Models comparing changes in oxylipins 
and endocannabinoids could not identify significant compo-
sitional differences between baseline and 6-week treatment 
for either the mono- or combination therapy cohort (Figure 
I in the Data Supplement), further supporting the results of 
the univariate statistical analyses of these species. Significant 
differences were observed in treatment models for structural 

lipids after both mono- (R2Y=0.958; Q2=0.703; CV-ANOVA 
P=2.0×10–4; Figure IID in the Data Supplement) and com-
bination therapies (R2Y=0.732; Q2=0.503; CV-ANOVA 
P=8.9×10–5; Figure IIC in the Data Supplement). An OPLS 
model comparing the ratio of the change in lipid species level 
for each treatment between baseline and 6 weeks gave a sig-
nificant model; however, the model possessed overall low pre-
dictive power (R2Y=0.827; Q2=0.298; CV-ANOVA P=0.01).

OPLS-DA–based feature selection was used to gener-
ate curated models that identified the lipid species with the 
greatest ability to distinguish pre- versus post-treatment after 
mono- and combination therapies (Figure 1). The final models 
were highly significant for both the monotherapy (R2Y=0.74; 
Q2=0.66; CV-ANOVA P=7.0×10–8) and combination therapy 
(R2Y=0.67; Q2=0.54; CV-ANOVA P=2.6×10–5). The top 10 
contributing lipids from each curated model were selected for 
treatment comparison (Table 3), and their structures were con-
firmed using MS/MS (Figure III in the Data Supplement). PC 
(15:0/18:2) and hexosyl-ceramide (HexCer; d18:1/24:0) were 
the 2 top-ranked predictors for both treatments. These 2 lipids 
were both significantly decreased by 50% after monotherapy 
and 40% and 30%, respectively, after the combined treatment 
(Table I in the Data Supplement). None of the top 10 predic-
tors in Table 3 increased for either treatment. Although mul-
tiple lipids increased significantly after either monotherapy or 
the combined treatment; only lysoPC (20:4) and PE (36:6e) 

Figure 1. Orthogonal projections to latent structures–discriminant analysis modeling of structural lipid data after 3 iterative rounds of vari-
able selection. A, Scores plot of simvastatin monotherapy at baseline vs 6 wk (R2Y=0.74; Q2=0.66; 1 plus 1 components; cross-validated 
ANOVA [CV-ANOVA] P=7.0×10–8). B, Top 10 lipid species from the variable importance in projection (VIP) plot of simvastatin monotherapy 
at baseline vs 6 wk. C, Scores plot of combination therapy at baseline vs 6 wk (R2Y=0.67; Q2=0.54; 1 plus 1 components; cross-validated 
ANOVA P=2.6×10–5). D, Top 10 lipid species from the VIP plot of combination therapy at baseline vs 6 wk. Eze indicates ezetimibe; and 
Simva, simvastatin. The orthogonal projections to latent structures–discriminant analysis models before variable selection are shown in 
Figure II in the Data Supplement. CE indicates cholesterol ester; HexCer, hexosyl-ceramide; LysoPC, lysophosphatidylcholine; PC, phos-
phatidylcholine; PE, phosphatidylethanolamine; SM, sphingomyelin; and TG, triglyceride.
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significantly increased in response to both treatments (Table 
I and Figure V in the Data Supplement). Contribution plots 
were generated for both treatment models, which showed 
similar shifts in overall lipid composition, with the exception 
of some lysoPC and lysoPE (Figure 2). The OPLS model of 
the ratio of the change in lipid species level between baseline 
and 6 weeks was curated via 3 rounds of feature selection to 
give a highly significant model for classifying treatment group 
(Figure 3A; R2Y=0.651; Q2=0.605; CV-ANOVA P=5.4×10–8). 
This model was driven by a subset of 12 lipids, of which PE 

(36:3e) and SM (d18:0/24:0) were the strongest contributors 
to the overall model (Figure 3B). This finding was supported 
by the univariate analysis, in which PE (36:3e) was reported to 
differ significantly between treatment groups (q=0.017).

Lipid and clinical parameter partial correlation networks 
were developed to integrate the statistical and multivariate 
analysis results (Figure 4; Figure IV in the Data Supplement). 
Partial correlations are commonly used to decouple direct 
from indirect variable associations and, in the case of highly 
intracorrelated lipids, offer a unique approach for generating 

Table 3. The 10 Variables With the Strongest Contribution to the OPLS-DA Models Comparing Treatment at 
Baseline Versus After 6 Weeks

OPLS VIP Rank*

Simvastatin Baseline vs 6 wk†

OPLS VIP Rank

Combined Baseline vs 6 wk‡

Lipid Species§ Fold Change|| P
adj

¶ Lipid Species Fold Change P
adj

1 PC(15:0/18:2)# 0.5 3.3×10–6 1 PC(15:0/18:2)# 0.6 2.1×10–5

2 HexCer(d18:1/24:0)# 0.5 3.3×10–6 2 HexCer(d18:1/24:0)# 0.7 1.1×10–3

3 TG(46:3) 0.4 3.9×10–4 3 PC(32:2) 0.6 3.3×10–4

4 PC(36:4) 0.6 3.5×10–5 4 TG(16:0/16:0/18:0) 0.6 9.6×10–4

5 PC(38:7)# 0.8 3.1×10–3 5 LysoPC(18:0) 0.7 3.4×10–4

6 PC(34:3)# 0.6 5.6×10–5 6 PC(38:7)# 0.8 4.2×10–3

7 PE(p16:0/18:2) 0.5 4.2×10–6 7 TG(49:1) 0.6 6.9×10–4

8 PC(36:6) 0.6 3.5×10–5 8 PE(40:2)# 0.7 1.5×10–5

9 PE(40:2)# 0.6 3.0×10–5 9 SM(d18:1/14:0) 0.7 1.8×10–7

10 CE(18:2) 0.6 3.1×10–5 10 PC(34:3)# 0.7 2.0×10–4

CE indicates cholesterol ester; HexCer, hexosyl-ceramide; LysoPC, lysophosphatidylcholine; OPLS-DA, orthogonal projections to latent 
structures–discriminant analysis; PC, phosphatidylcholine; PE, phosphatidylethanolamine; SM, sphingomyelin; TG, triglyceride; and VIP, 
variable importance in projection.

*Variable ranking from the VIP plot from the OPLS-DA models shown in Figure 1.
†See Figure 1C for details of simvastatin OPLS model.
‡See Figure 1D for details of combined treatment OPLS model.
§These species were confirmed by MS/MS experiments. See Figure IV in the Data Supplement for the MS/MS spectra of PC(15:0/18:2) and 

HexCer(d18:1/24:0). 
||Fold change of means relative to 6 wk (see Table I in the Data Supplement).
¶P values adjusted for multiple hypotheses testing according to Benjamini and Hochberg at q=0.0523 (see Table I in the Data Supplement).
#Variables in common between the 2 models.

Figure 2. Contribution plots showing the influence of individual structural lipid species in the orthogonal projections to latent structures–
discriminant analysis models. A, Simvastatin monotherapy baseline vs 6 wk (R2Y=0.99; Q2=0.73; cross-validated ANOVA P=2.0×10–4; see 
Figure ID in the Data Supplement). B, Combination therapy baseline vs 6 wk (R2Y=0.76; Q2=0.50; CV-ANOVA P=8.9×10–5; see Figure IC in 
the Data Supplement). CE indicates cholesterol ester; Cer, ceramide; LysoPC, lysophosphatidylcholine; LysoPE, lysophosphatidylethanol-
amine; PE, phosphatidylethanolamine; SM, sphingomyelin; and TG, triglyceride.
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simplified and often more informative dependency visualiza-
tions. Associations were calculated between the top lipid pre-
dictors of treatment effects after both therapies (Figure 1B and 
1D) and clinical parameters (Table I in the Data Supplement). 
The relationships were adjusted for FDR and calculated sepa-
rately for monotherapy and combination treatment to aid in 
the identification of nuanced changes because of potentially 
differing pleiotropic effects.21 In the case of the combination 
treatment, the decreases in LDL-C and TC were linked with 
the reduction in the ceramide species HexCer (d18:1/24:0), 
which was the second best predictor of the treatment effect 
after either therapy (Table 3). Similarly, clinically measured 
TG was significantly reduced after both treatments, but 
this change was deferentially related to specific TG predic-
tors (Figure 4) unique to each treatment model (Figure 1). 
However, the changes in individual TG lipids could all be 
linked to reductions in PC (38:7) after either treatment. For 
the monotherapy, the significant increase in lysoPC (20:4) 
correlated positively with HDL-C, and the decrease in SM 
(d18:1/23:0) was inversely related to plasma creatinine lev-
els. PC (15:0/18:2), the top predictor of treatment after either 
therapy, was significantly reduced after both treatments, and 

this decrease was positively correlated with similar decreases 
in PC (33:2) and PE (40:2) after both treatments. However, 
only after monotherapy was the decrease in PC (15:0/18:2) 
also indirectly linked to reductions in CE (18:2) and HexCer 
(d18:1/24:0; Figure 4). The related changes in differing lipid 
classes may arise because of these species sharing the same 
acyl chain, linoleic acid (18:2), which is true for PC (15:0/18:2) 
and CE (18:2) and likely for PC (33:2) and PE (40:2), but 
this would require confirmation via MS/MS experiments. PE 
(36:3e), the strongest discriminator of the treatment groups, 
correlated positively with HDL-C after both treatments; how-
ever, the magnitude of the correlation and level of decrease 
were greater for monotherapy.

A limitation of the current study is the relatively small num-
ber of individuals. Power analyses were conducted to estimate 
the minimum observable differences for changes in structural 
lipids from baseline to 6 weeks, between mono- and combi-
nation therapy. Based on the analytic (Table III in the Data 
Supplement) and biological variance in lipid measurements, 
the current study is well powered (80%) to detect changes in 
SM|Cer, LysoPC, LysoPE, and PC between the mono- and 
combination cohorts at changes in mean lipid levels from 27% 

Figure 3. Orthogonal projections to latent 
structures–discriminant analysis modeling 
of the ratio of structural lipid levels at base-
line vs 6 wk after 3 iterative rounds of vari-
able selection. A, Scores plot of simvastatin 
monotherapy vs combination therapy 
(R2Y=0.65; Q2=0.61; 1 plus 0 components; 
cross-validated ANOVA P=5.4×10–8). B, 
Variable importance in projection (VIP) plot 
of the 12 lipid species driving the model. 
CE indicates cholesterol ester; Eze, ezeti-
mibe; LysoPC, lysophosphatidylcholine; 
LysoPE, lysophosphatidylethanolamine; 
PE, phosphatidylethanolamine; Simva, 
simvastatin; SM, sphingomyelin; and TG, 
triglyceride.
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to 37% (Table IV in the Data Supplement). Consequently, the 
probability of a β (type II) error was ≤20%, and the prob-
ability of α (type I) errors was controlled via standard FDR 
approaches as described above. Accordingly, the chances of 
committing a type I or type II error in this study for 4 of the 
lipid classes were within the traditionally set limits for sta-
tistical acceptance. However, compared with the aforemen-
tioned lipids, there may exist a bias toward lack of detection 
of changes in PE, CE, and TG classes of lipids because of their 
increased analytic and biological variability (52–65%; Table 
IV in the Data Supplement).

Discussion
There is a sizeable body of literature examining the effects 
of both statins,2,27 and combined statin/ezetimibe treatment12–14 
on LDL-C and TC levels. However, relatively few studies 
have examined the effects these treatments exert on global 
lipid composition, with most studies to date focusing on the 
effect of statins.28,29 The current study is the first to perform a 
comprehensive analysis of lipid species, with >900 measured 
lipid variables including lipid mediators (eg, endocannabi-
noids and oxylipins).

The general effects on oxylipin and endocannabinoid lev-
els were minor, suggesting that neither treatment significantly 
impacts the metabolism of these species in circulating plasma. 
It has been suggested that eicosanoid production could play 
a role in the pleiotropic effects of statins.30 In animal models, 
high-dose statins have been shown to modulate eicosanoid 

production, for example, via the inhibition of leukotriene syn-
thesis by activation of protein kinase A, which subsequently 
phosphorylates 5-lipoxygenase.31 In the current investigation, 
the 5-lipoxygenase product 5-hydroxyeicosatetraenoic acid 
was reduced after both treatments, but this change failed to 
reach significance. Accordingly, data from the current study 
suggest that high-dose simvastatin does not affect circulating 
levels of eicosanoids. However, it should be noted that only 
the free acid forms of these species were measured and it is 
possible that shifts occurred in the esterified pools, which 
are generally in greater abundance.32,33 For example, it was 
shown in Zucker rats that >90% of the whole plasma oxy-
lipins were esterified to lipoproteins on a class-specific basis. 
These esterified oxylipins were substrates for lipoprotein 
lipase activity, whose distributions changed within the context 
of obesity-associated dyslipidemia.32,33 Accordingly, future 
studies should focus on the esterified species to comprehen-
sively examine oxylipin dynamics in response to lipid reduc-
tion therapy.

Both the monotherapy and the combination therapy pro-
duced similar shifts in the composition of structural lipids, 
suggesting that simvastatin is the predominant driver for 
the observed changes. This view is supported by the greater 
reductions for the majority of measured lipid classes, and 
particularly SM|Cer, PC, and the ratio between the 2, in 
response to the monotherapy using a higher simvastatin dose. 
Alternatively, lysoPC and lysoPE species displayed greater 
reductions in response to the combined treatment, suggest-
ing that ezetimibe has subtle effects on lysophosphatidyl 

Figure 4. Partial correlation network displaying conditionally independent relationships between selected changed lipids listed in Table 
3 and clinical parameters. Simvastatin (A) and simvastatin and ezetimibe treatment (B). Vertices, representing measured parameters, 
are connected based on significant partial correlations (Padj≤0.05). Vertex size displays the parameter’s importance in the orthogonal 
projections to latent structures–discriminant analysis model (variable importance in projection [VIP] value, with clinical parameters size 
artificially set to the maximum VIP value). Vertex shape is used to encode the direction (triangle, increase; VEE, decrease) and statistical 
significance of the parameters change (circle; Padj>0.05). Vertices are colored according to variable type or lipid biochemical class, and 
treatment model–specific variables are highlighted with thick black borders. ALAT indicates alanine aminotransferase; ASAT, aspartate 
aminotransferase; CE, cholesterol ester; Cer, ceramide; Eze, ezetimibe; fP-glc, fasting glucose; Hb, hemoglobin; HexCer, hexosyl-
ceramide; KREA, blood creatinine; LysoPC, lysophosphatidylcholine; PE, phosphatidylethanolamine; Simva, simvastatin; SM, sphingo-
myelin; and TG, triglyceride.
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lipid metabolism. Although the implications of this shift are 
unclear, it is of interest that the observed increase in lysoPC 
(20:4) after monotherapy positively correlated with HDL 
(Figure 4).

The observed shifts in several lipid classes, CE, PC, 
PE, and TG, are in line with those previously reported for 
simvastatin therapy.29,34,35 Reduction in the abundance of 
esterified cholesterol is expected29; however, the observed 
decrease in the levels of multiple phospholipid species is 
noteworthy. It has been postulated that simvastatin can 
directly decrease phospholipid synthesis in vitro36; however, 
the correlation (r2=0.479) between the observed reduction 
in CEs and PCs in patients receiving simvastatin was not 
particularly strong.29 The current investigation suggests 
that the dominant CE species in plasma, CE (18:2), was 
significantly decreased after both treatments (Table I in the 
Data Supplement), and this reduction was positively cor-
related with a decrease in PC (38:2; Figure VI in the Data 
Supplement), which was a top 10 variable of importance 
in projection predictor for both treatments. Otherwise com-
parable reductions in phospholipid levels should have been 
observed in the current study, where both treatment groups 
exhibited comparable reductions in LDL-C. However, 
patients receiving the higher-dose statin exhibited larger 
overall reductions in phospholipid levels. This apparent 
effect of simvastatin on phospholipid metabolism provides 
evidence for 1 potential pleiotropic effect mechanism.

Another potential mechanism for pleiotropic effects was 
observed in an analysis of the relative levels of SM and 
PC, the SM/(SM+PC) ratio, of which both increases37,38 
and decreases39 have been reported to be associated with 
increased cardiovascular risk. The SM/PC ratio has been 
suggested as diagnostic marker for increased lipoprotein 
modifications in hyperlipidemic patients.40 The combined 
ratio, SM|Cer/(SM|Cer+PC), was significantly reduced only 
after higher-dose statin monotherapy (P=0.03; Table 2). 
Changes in SM were most closely related to PE, and Cer 
to lysoPC (Figure VI in the Data Supplement). A trend in 
reduced plasma SM levels has been previously reported for 
patients undergoing statin treatment.38 These results show a 
clear difference in the effect of monotherapy versus com-
bination therapy on circulating levels of the ratio SM|Cer/
(SM|Cer+PC). Accordingly, these data can be informa-
tive for other studies examining the potential relationship 
between these lipids and protective effects against coronary 
artery disease. It is not appropriate to extrapolate these find-
ings within the context of the current study without infor-
mation on future disease incidence in these patients. These 
results do indicate that further attempts to assess the role 
of SMs in disease incidence should control for potentially 
confounding effects of cholesterol reduction therapy.

Multivariate analysis of both treatments identified the 
lipid species PC (15:0/18:2) as the strongest discriminat-
ing variable for both treatment groups between baseline and 
post-treatment. There are currently no published reports of 
this lipid species; however, PCs are major components of 
cellular membranes playing critical roles in their structure 
and function. The pentadecanoic acid moiety is derived 
from dairy products and milk fat, whereas the linoleic acid 

moiety is derived from seed oils. PCs interact with choles-
terol, both in cell membranes as well as in plasma, which 
can affect the fluidity of the plasma membrane, with the 
nature of the interaction determined by the acyl chain length 
of the phospholipid.41 In the case of the monotherapy, the 
decrease in PC (15:0/18:2) was indirectly positively associ-
ated with a decrease in CE (18:2) and HexCer (d18:1/24:0; 
Figure 3). After both treatments, changes in PC (15:0/18:2) 
were positively correlated with decreases in PC (32:2) and 
PE (40:2). It is likely that all of these lipids contain linoleic 
acid (18:2), which may explain their related decrease after 
simvastatin therapy.

Both treatments led to a significant increase in lysoPC 
(20:4), which in the case of the monotherapy also dis-
played a positive association with HDL (Figure 3). LysoPC 
(20:4) has previously been reported to increase in response 
to simvastatin treatment.29 It has also been shown to dis-
criminate patient response to both high- and low-dose ator-
vastatin28; however, Bergheanu et al28 did not report how 
treatment affected the abundance of this lipid. Strauss et 
al42 showed that Wistar (Crl:WI[Han]) rats exposed to 28 
days of treatment with both atorvastatin (70 mg/kg body 
weight) and pravastatin (200 mg/kg body weight) showed 
significant reductions in lysoPC (20:4). These findings are 
inconsistent with results from the current study and those of 
Kaddurah-Daouk et al.29 However, the reductions in lysoPC 
(20:4) observed in Strauss et al42 were in rats, using dif-
ferent statins at higher doses. These findings are relevant 
within the context of the relationship between lysoPC and 
cardiovascular risk.43 LysoPC is generated by phospholi-
pase A2 (PLA

2
)–mediated hydrolysis of lipids and plays an 

important role in atherosclerosis as well as both acute and 
chronic inflammation.44 Selective inhibition of lipoprotein-
associated PLA

2
 has been shown to reduce atherosclerotic 

lesion lysoPC content leading to a reduction in the develop-
ment of advanced coronary atherosclerosis.45 Lipoprotein-
associated PLA

2
 in carotid artery plaques is a predictor 

of future cardiac events,46 and the associations between 
lipoprotein-associated PLA

2
 and lysoPCs (as well as lyso-

phosphatidic acid) in human plaques suggest that lysoPCs 
play a key role in plaque inflammation and vulnerability.47 
This body of literature highlights the need to specify the 
fatty acid content of lysoPC, under the pretext that not all 
lysoPCs necessarily evidence similar behavior as demon-
strated herein. Accordingly, although lysoPC (20:4) seems 
to be a noteworthy lipid in the response to statin treatment, 
additional information is needed to describe its biological 
function. This is also the case for PE (36:6e), which is the 
only other species to increase after both treatments.

Our findings show that simvastatin monotherapy and simv-
astatin/ezetimibe combination therapy produce similar over-
all shifts in lipid levels; however, several treatment-specific 
effects were observed. Although the findings in the current 
study are of interest, there are limitations that restrict data 
interpretation. OPLS modeling provided significant classi-
fication of the treatment groups (CV-ANOVA P=5.4×10−8; 
Figure 3); however, no adjusted P values reached significance 
on a lipid class–based comparison (Table 2) and only 2 lipid 
species had q values <0.05 (Table I in the Data Supplement). 
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Accordingly, a study with increased power is necessary to 
more fully examine the specificity of lipid reduction therapy 
on shifts in individual lipid species. In addition, to more fully 
determine the relative effects of simvastatin monotherapy 
versus simvastatin/ezetimimibe combination therapy, addi-
tional work should include a group receiving ezetimimib 
monotherapy. This design would enable a more direct com-
parison of relative lipid-lowering efficacy of the different 
treatments. Furthermore, it remains unclear as to whether the 
observed effects are a general feature of statins or are spe-
cific for simvastatin. It should also be stressed that the cur-
rent study focused solely on lipid metabolism. Verschuren et 
al48 reported that in a transgenic mouse model a combined 
rosuvastatin/ezetimibe treatment enriched 16 biological pro-
cesses not involved in lipid metabolism, none of which were 
affected by the individual drugs. These results should also 
be tempered with the knowledge that effects on lipid com-
position are statin-specific.28 For example, Bergheanu et al28 
investigated the differential effects of rosuvastatin and atorv-
astatin on lipid composition. Both statins reduced the plasma 
levels of SMs; however, atorvastatin reduced the levels of 
PCs in plasma, whereas rosuvastatin increased PC levels. 
This differential response further supports the hypothesis 
that simvastatin directly affects phospholipid metabolism, 
rather than being a secondary effect of cholesterol reduction. 
It also raises the point that pleiotropic effects may be statin-
specific, and it is not appropriate to discuss general statin-
based effects. In addition, effects of combination therapy are 
most likely statin-dependent, with different statins interact-
ing differently with ezetimibe. Several studies have looked 
at the effect of statin therapy on wider metabolism.42,49,50 
Trupp et al49 reported that simvastatin produced significant 
shifts in a range of metabolites, including several essential 
amino acids specifically those that are transported by cysteine 
and arginine transporters (cysteine, ornithine, arginine, and 
lysine). This would suggest that further statin-based stud-
ies should focus on a wider swathe of metabolic processes 
than lipids to more fully understand the metabolic effects of 
statin administration. Lastly, although the free acid forms of 
the lipid mediators were not significantly shifted after either 
treatment, there is evidence that structural lipids contain an 
abundance of esterified eicosanoid species.32,33 There is a sub-
sequent need for the evaluation of the effect of statin therapy 
on structural lipid-bound eicosanoids and other lipid media-
tors to fully investigate potential pleiotropic effects of these 
treatments on the lipid mediator pool.

Acknowledgments 
We thank Heli Nygren for assistance with the structural lipid analy-
ses, as well as the reviewers whose comments significantly improved 
the final article.

Sources of Funding 
S.G. Snowden and C.E. Wheelock were funded by the Swedish 
Heart Lung Foundation. D. Grapov was funded by National Institute 
of General Medical Sciences-National Institutes of Health T32-
GM008799. D. Grapov and O. Fiehn were funded by NIH West 
Coast Metabolomics Center grant (NIH 1 U24 DK097154). Efforts 
of J.W.N. and T.L.P were supported by US Department of Agriculture 

(USDA)-Agricultural Research Service Intramural Project 5306-
51530-19-00D. The USDA is an equal opportunity provider and em-
ployer. This work was supported by the Swedish Research Council 
(10857), the Swedish Heart Lung Foundation, the Stockholm County 
Council, Karolinska Institutet/Stockholm County Council Strategic 
Cardiovascular Program, and the Gustav V and Queen Victoria 
Foundation.

Disclosures 
None.

References
 1. Boekholdt SM, Arsenault BJ, Mora S, Pedersen TR, LaRosa JC, Nestel PJ, 

et al. Association of LDL cholesterol, non-HDL cholesterol, and apolipo-
protein B levels with risk of cardiovascular events among patients treated 
with statins: a meta-analysis. JAMA. 2012;307:1302–1309.

 2. Robinson JG, Wang S, Smith BJ, Jacobson TA. Meta-analysis of the rela-
tionship between non-high-density lipoprotein cholesterol reduction and 
coronary heart disease risk. J Am Coll Cardiol. 2009;53:316–322.

 3. Colhoun HM, Betteridge DJ, Durrington PN, Hitman GA, Neil HA, Liv-
ingstone SJ, et al; CARDS Investigators. Primary prevention of cardio-
vascular disease with atorvastatin in type 2 diabetes in the Collaborative 
Atorvastatin Diabetes Study (CARDS): multicentre randomised placebo-
controlled trial. Lancet. 2004;364:685–696.

 4. Haffner SM. Management of dyslipidemia in adults with diabetes. Diabe-
tes Care. 1998;21:160–178.

 5. Graham I, Atar D, Borch-Johnsen K, Boysen G, Burell G, Cifkova R, et 
al; European Society of Cardiology (ESC) Committee for Practice Guide-
lines (CPG). European guidelines on cardiovascular disease prevention 
in clinical practice: executive summary: Fourth Joint Task Force of the 
European Society of Cardiology and Other Societies on Cardiovascular 
Disease Prevention in Clinical Practice (constituted by representatives of 
nine societies and by invited experts). Eur Heart J. 2007;28:2375–2414.

 6. Ornish D, Scherwitz LW, Billings JH, Brown SE, Gould KL, Merritt TA, 
et al. Intensive lifestyle changes for reversal of coronary heart disease. 
JAMA. 1998;280:2001–2007.

 7. Collins R, Armitage J, Parish S, Sleigh P, Peto R; Heart Protection Study 
Collaborative Group. MRC/BHF Heart Protection Study of cholesterol-
lowering with simvastatin in 5963 people with diabetes: a randomised 
placebo-controlled trial. Lancet. 2003;361:2005–2016.

 8. Ridker PM, Pradhan A, MacFadyen JG, Libby P, Glynn RJ. Cardiovascu-
lar benefits and diabetes risks of statin therapy in primary prevention: an 
analysis from the JUPITER trial. Lancet. 2012;380:565–571.

 9. Grundy SM. HMG-CoA reductase inhibitors for treatment of hypercho-
lesterolemia. N Engl J Med. 1988;319:24–33.

 10. Garcia-Calvo M, Lisnock J, Bull HG, Hawes BE, Burnett DA, Braun MP, 
et al. The target of ezetimibe is Niemann-Pick C1-Like 1 (NPC1L1). Proc 
Natl Acad Sci U S A. 2005;102:8132–8137.

 11. Dujovne CA, Ettinger MP, McNeer JF, Lipka LJ, LeBeaut AP, Suresh R, 
et al; Ezetimibe Study Group. Efficacy and safety of a potent new selec-
tive cholesterol absorption inhibitor, ezetimibe, in patients with primary 
hypercholesterolemia. Am J Cardiol. 2002;90:1092–1097.

 12. Kastelein JJ, Akdim F, Stroes ES, Zwinderman AH, Bots ML, Stalenhoef 
AF, et al; ENHANCE Investigators. Simvastatin with or without ezetimibe 
in familial hypercholesterolemia. N Engl J Med. 2008;358:1431–1443.

 13. Gotto AM Jr, Farmer JA. Drug insight: the role of statins in combination 
with ezetimibe to lower LDL cholesterol. Nat Clin Pract Cardiovasc Med. 
2006;3:664–672.

 14. Rotella CM, Zaninelli A, Le Grazie C, Hanson ME, Gensini GF. Ezeti-
mibe/simvastatin vs simvastatin in coronary heart disease patients with or 
without diabetes. Lipids Health Dis. 2010;9:80.

 15. Blum A, Shamburek R. The pleiotropic effects of statins on endothelial 
function, vascular inflammation, immunomodulation and thrombogenesis. 
Atherosclerosis. 2009;203:325–330.

 16. Palinsk W. New evidence for beneficial effects of statins unrelated to lipid 
lowering. Arterioscler Thromb Vasc Biol. 2001;21:3–5.

 17. Jones PH. Statins as the cornerstone of drug therapy for dyslipidemia: 
monotherapy and combination therapy options. Am Heart J. 2004;148(1 
suppl):S9–S13.

 at Karolinska Institutet University Library on January 20, 2015http://circgenetics.ahajournals.org/Downloaded from 

http://circgenetics.ahajournals.org/


964  Circ Cardiovasc Genet  December 2014

 18. Davidson MH, McGarry T, Bettis R, Melani L, Lipka LJ, LeBeaut AP, et 
al. Ezetimibe coadministered with simvastatin in patients with primary 
hypercholesterolemia. J Am Coll Cardiol. 2002;40:2125–2134.

 19. Stone NJ, Robinson JG, Lichtenstein AH, Bairey Merz CN, Blum CB, 
Eckel RH, et al. 2013 ACC/AHA guideline on the treatment of blood 
cholesterol to reduce atherosclerotic cardiovascular risk in adults: a re-
port of the American College of Cardiology/American Heart Associa-
tion Task Force on Practice Guidelines. Circulation. 2014;129(25 suppl 
2):S1–S45.

 20. Settergren M, Böhm F, Rydén L, Pernow J. Cholesterol lowering is more 
important than pleiotropic effects of statins for endothelial function in 
patients with dysglycaemia and coronary artery disease. Eur Heart J. 
2008;29:1753–1760.

 21. Grapov D, Adams SH, Pedersen TL, Garvey WT, Newman JW. Type 2 
diabetes associated changes in the plasma non-esterified fatty acids, oxy-
lipins and endocannabinoids. PLoS One. 2012;7:e48852.

 22. Nygren H, Seppänen-Laakso T, Castillo S, Hyötyläinen T, Orešič M. Liq-
uid chromatography-mass spectrometry (LC-MS)-based lipidomics for 
studies of body fluids and tissues. Methods Mol Biol. 2011;708:247–257.

 23. Benjamini Y, Hochberg Y. Controlling the false discovery rate - a prac-
tical and powerful approach to multiple testing. J Roy Stat Soc B Met. 
1995;57:289–300.

 24. Dabney A, Storey JD. qvalue: Q-value estimation for false discovery rate 
control. R package version 1.36.0; 2013.

 25. Wheelock ÅM, Wheelock CE. Trials and tribulations of ‘omics data analy-
sis: assessing quality of SIMCA-based multivariate models using exam-
ples from pulmonary medicine. Mol Biosyst. 2013;9:2589–2596.

 26. Shannon P, Markiel A, Ozier O, Baliga NS, Wang JT, Ramage D, et al. 
Cytoscape: a software environment for integrated models of biomolecular 
interaction networks. Genome Res. 2003;13:2498–2504.

 27. Ridker PM, Danielson E, Fonseca FA, Genest J, Gotto AM Jr, Kastelein 
JJ, et al; JUPITER Trial Study Group. Reduction in C-reactive pro-
tein and LDL cholesterol and cardiovascular event rates after initia-
tion of rosuvastatin: a prospective study of the JUPITER trial. Lancet. 
2009;373:1175–1182.

 28. Bergheanu SC, Reijmers T, Zwinderman AH, Bobeldijk I, Ramaker R, 
Liem AH, et al. Lipidomic approach to evaluate rosuvastatin and atorv-
astatin at various dosages: investigating differential effects among statins. 
Curr Med Res Opin. 2008;24:2477–2487.

 29. Kaddurah-Daouk R, Baillie RA, Zhu H, Zeng ZB, Wiest MM, Nguyen UT, 
et al. Lipidomic analysis of variation in response to simvastatin in the Cho-
lesterol and Pharmacogenetics Study. Metabolomics. 2010;6:191–201.

 30. Birnbaum Y, Ye Y. Pleiotropic effects of statins: the role of eicosanoid pro-
duction. Curr Atheroscler Rep. 2012;14:135–139.

 31. Zhou G, Ge S, Liu D, Xu G, Zhang R, Yin Q, et al. Atorvastatin reduces 
plaque vulnerability in an atherosclerotic rabbit model by altering the 5-li-
poxygenase pathway. Cardiology. 2010;115:221–228.

 32. Shearer GC, Newman JW. Impact of circulating esterified eicosanoids 
and other oxylipins on endothelial function. Curr Atheroscler Rep. 
2009;11:403–410.

 33. Shearer GC, Newman JW. Lipoprotein lipase releases esterified oxylipins 
from very low-density lipoproteins. Prostaglandins Leukot Essent Fatty 
Acids. 2008;79:215–222.

 34. Simon JA, Lin F, Hulley SB, Blanche PJ, Waters D, Shiboski S, et al. 
Phenotypic predictors of response to simvastatin therapy among African-
Americans and Caucasians: the Cholesterol and Pharmacogenetics (CAP) 
Study. Am J Cardiol. 2006;97:843–850.

 35. Ozerova IN, Paramonova IV, Olfer’ev AM, Akhmedzhanov NM, Aleksan-
drova MA, Perova NV. Effects of simvastatin on the phospholipid compo-
sition of high-density lipoproteins in patients with hypercholesterolemia. 
Bull Exp Biol Med. 2001;132:763–765.

 36. Yanagita T, Yamamoto K, Ishida S, Sonda K, Morito F, Saku K, et al. 
Effects of simvastatin, a cholesterol synthesis inhibitor, on phosphatidyl-
choline synthesis in HepG2 cells. Clin Ther. 1994;16:200–208.

 37. Jiang XC, Paultre F, Pearson TA, Reed RG, Francis CK, Lin M, et al. 
Plasma sphingomyelin level as a risk factor for coronary artery disease. 
Arterioscler Thromb Vasc Biol. 2000;20:2614–2618.

 38. Schlitt A, Blankenberg S, Yan D, von Gizycki H, Buerke M, Werdan K, et 
al. Further evaluation of plasma sphingomyelin levels as a risk factor for 
coronary artery disease. Nutr Metab (Lond). 2006;3:5.

 39. Yeboah J, McNamara C, Jiang XC, Tabas I, Herrington DM, Burke GL, 
et al. Association of plasma sphingomyelin levels and incident coronary 
heart disease events in an adult population: Multi-Ethnic Study of Athero-
sclerosis. Arterioscler Thromb Vasc Biol. 2010;30:628–633.

 40. Stübiger G, Aldover-Macasaet E, Bicker W, Sobal G, Willfort-Ehringer A, 
Pock K, et al. Targeted profiling of atherogenic phospholipids in human 
plasma and lipoproteins of hyperlipidemic patients using MALDI-QIT-
TOF-MS/MS. Atherosclerosis. 2012;224:177–186.

 41. Peter Slotte J. Lateral domain heterogeneity in cholesterol/phospha-
tidylcholine monolayers as a function of cholesterol concentration 
and phosphatidylcholine acyl chain length. Biochim Biophys Acta. 
1995;1238:118–126.

 42. Strauss V, Mellert W, Wiemer J, Leibold E, Kamp H, Walk T, et al. In-
creased toxicity when fibrates and statins are administered in combina-
tion–a metabolomics approach with rats. Toxicol Lett. 2012;211:187–200.

 43. Epps KC, Wilensky RL. Lp-PLA₂- a novel risk factor for high-risk coro-
nary and carotid artery disease. J Intern Med. 2011;269:94–106.

 44. Schmitz G, Ruebsaamen K. Metabolism and atherogenic disease associa-
tion of lysophosphatidylcholine. Atherosclerosis. 2010;208:10–18.

 45. Wilensky RL, Shi Y, Mohler ER III, Hamamdzic D, Burgert ME, Li J, 
et al. Inhibition of lipoprotein-associated phospholipase A2 reduc-
es complex coronary atherosclerotic plaque development. Nat Med. 
2008;14:1059–1066.

 46. Herrmann J, Mannheim D, Wohlert C, Versari D, Meyer FB, McCon-
nell JP, et al. Expression of lipoprotein-associated phospholipase A(2) in 
carotid artery plaques predicts long-term cardiac outcome. Eur Heart J. 
2009;30:2930–2938.

 47. Gonçalves I, Edsfeldt A, Ko NY, Grufman H, Berg K, Björkbacka H, et 
al. Evidence supporting a key role of Lp-PLA2-generated lysophospha-
tidylcholine in human atherosclerotic plaque inflammation. Arterioscler 
Thromb Vasc Biol. 2012;32:1505–1512.

 48. Verschuren L, Radonjic M, Wielinga PY, Kelder T, Kooistra T, van Om-
men B, et al. Systems biology analysis unravels the complementary action 
of combined rosuvastatin and ezetimibe therapy. Pharmacogenet Genom-
ics. 2012;22:837–845.

 49. Trupp M, Zhu H, Wikoff WR, Baillie RA, Zeng ZB, Karp PD, et al. Me-
tabolomics reveals amino acids contribute to variation in response to sim-
vastatin treatment. PLoS One. 2012;7:e38386.

 50. Ooga T, Sato H, Nagashima A, Sasaki K, Tomita M, Soga T, et al. Metabo-
lomic anatomy of an animal model revealing homeostatic imbalances in 
dyslipidaemia. Mol Biosyst. 2011;7:1217–1223.

KEY WORDS: eicosanoids ◼ ezetimibe ◼ hydroxymethylglutaryl-CoA 
reductase inhibitors ◼ lipids ◼ mass spectrometry ◼ simvastatin 

 at Karolinska Institutet University Library on January 20, 2015http://circgenetics.ahajournals.org/Downloaded from 

http://circgenetics.ahajournals.org/


Oresic, John Pernow and Craig E. Wheelock
Haeggström, Oliver Fiehn, Tuulia Hyötyläinen, Theresa L. Pedersen, John W. Newman, Matej 

Stuart G. Snowden, Dmitry Grapov, Magnus Settergren, Fabio Luiz D'Alexandri, Jesper Z.
Simvastatin/Ezetimibe Combination Therapy

High-Dose Simvastatin Exhibits Enhanced Lipid-Lowering Effects Relative to

Print ISSN: 1942-325X. Online ISSN: 1942-3268 
Copyright © 2014 American Heart Association, Inc. All rights reserved.

Dallas, TX 75231
is published by the American Heart Association, 7272 Greenville Avenue,Circulation: Cardiovascular Genetics 

doi: 10.1161/CIRCGENETICS.114.000606
2014;7:955-964Circ Cardiovasc Genet. 

 http://circgenetics.ahajournals.org/content/7/6/955
World Wide Web at: 

The online version of this article, along with updated information and services, is located on the

  
 http://circgenetics.ahajournals.org//subscriptions/

is online at: Circulation: Cardiovascular Genetics  Information about subscribing to Subscriptions:
  

 http://www.lww.com/reprints
 Information about reprints can be found online at: Reprints:

  
document. Permissions and Rights Question and Answer information about this process is available in the

requested is located, click Request Permissions in the middle column of the Web page under Services. Further
Center, not the Editorial Office. Once the online version of the published article for which permission is being 

 can be obtained via RightsLink, a service of the Copyright ClearanceCirculation: Cardiovascular Geneticsin
 Requests for permissions to reproduce figures, tables, or portions of articles originally publishedPermissions:

 at Karolinska Institutet University Library on January 20, 2015http://circgenetics.ahajournals.org/Downloaded from 

http://circgenetics.ahajournals.org/content/7/6/955
http://www.ahajournals.org/site/rights/
http://www.lww.com/reprints
http://circgenetics.ahajournals.org//subscriptions/
http://circgenetics.ahajournals.org/

